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Research

X-Ray diffraction
SuperNova Single-Crystal X-Ray 

diffractometers, Agilent Technologies

Diffraction measurements 

under high pressure
Diamond Anvil Cells 

The „Core facility for crystallographic and biophysical research to support the development of medicinal products” project is carried out within the

TEAM-TECH Core Facility programme of the Foundation for Polish Science co-financed by the European Union under the European Regional Development Fund.

Synchrotrons

Prof. dr hab. Krzysztof Woźniak
Head of CFCB 

kwozniak@chem.uw.edu.pl

BIO Equipment

@CFCBUW

Damian Trzybiński, Ph.D.

X-CHEM expert

SCIENCE SERVICES FOR ACADEMIC AND COMMERCIAL USERS

Electrostatic pairwise residue-ligand electrostatic energies 

mapped onto molecular surface of USP7 catalytic domain.

eRaDicate

CHEM Equipment

Plate Incubator with automated 

imaging system
Rock Imager 1000, Formulatrix

High-Throughput Screening Robot
Mosquito LCP, TTP

Pipetting Robot
Dragonfly, TTPFPLC coupled to MALS/DLS

NGC, Biorad

Treos/Nanostar, Wyatt

Microscale Thermophoresis
Monolith® NT.115, NanoTemper

Plate Reader
Infinite M200 PRO, Tecan

200kV Transmission

Electron Microscope
Glacios, ThermoScientific

Particle Size Analysis
Mastersizer 2000, Malvern

Raman Spectrometry
Nicolet 6700 FTIR spectrometer, 

Nicolet

Differential Scanning

Calorimetry
DSC1 STAR, Mettler-Toledo

Nanoparticle milling
Retsch EMAX ball mill, Rersch

Thermogravimetric

Analysis
TGA/DSC STAR, 

Mettler-Toledo High Temperature Ovens
Carbolite RHF 16/3 and Carbolite

STF 16/180

Małgorzata Krupska

LAB Manager

Marlena Kisiała, Ph.D.

Deputy Manager, BIO expert

Magdalena Chludzińska

Team Manager

IRMOF structure solved and refined based on Electron Diffraction

measurements on Glacios Microspope vs X-ray Diffraction

measurement on Cu SuperNova. Quality of the ED model for this MOF

is almost as good as from XRD model. We express gratitude to Michał

Chmielewski for providing the compound.

X-Ray lab diffractometer high pressure measurements for Ice VII

allow for excellent quality diffraction data which reveals complex

disorder of both H- and O- atoms not detected so far even by

neutron diffraction. Work in press in IUCRJ.
M Ziemniak et al. (2025, submitted), RSC Advances

Crystal structure and polymorphic forms of auranofin

Marcin Ziemniak, Ph.D.
structural computational 

chemistry and biophysics

Maura Malińska, Ph.D.
Supramolecular chemistry, 

crystal growth and charge

density studies

Maria Górna, Ph.D.
protein biochemistry 

and X-ray structural biology

Katarzyna Bandyra, Ph.D.
protein biochemistry 

and SPA-CryoEM structural biology

Aqsa Jabeen

PhD Student

"The eRaDicate program, a Marie

Skłodowska-Curie Doctoral Network,

aims to develop innovative ligands for

nuclear receptors to combat cancer

relapse and metastasis. As a doctoral

candidate in this program, I am

passionate about structural biology,

focusing on the structural studies of the

human Vitamin D receptor (hVDR) and its

interactions with innovative ligands.

Through my research, I aim to contribute

to the advancement of targeted cancer

therapies and deepen our understanding

of receptor-ligand dynamics."

The bilayer ABAB architecture of the AF crystal, with a layer composed of the

head-to-head positioned pyranose rings displayed as blue strips. Hydrogens

atoms were removed for the sake of clarity. B. Molecules of AF

coloured according to different symmetry codes. Intermolecular contacts are

displayed as cyan lines. One molecule of AF is highlighted in black for better

visibility.

A red-white-blue gradient scheme is applied, where residues with

highest stabilising contribution (negative energy sign) are coloured red

while residues with highest destabilising contribution (positive Energy

sign) are deep blue. A. Global map of showing pairwise interaction on

the whole surface of USP7 in 6VN3 complex. Pairwise interactions in

the binding cavity of 6VN3 (B) and 6M1K (C) complexes.

M Ziemniak et al. (2025, submitted), Org&Biomol Chem
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