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What is cryo-EM?
Cryo-electron microscopy (cryo-EM) allows for structural determination of various biological compounds
(e.g. proteins) as well as small chemical compounds. Over the recent years it has revolutionised the field of
structural biology and was awarded the Nobel Prize in 2017.

Who we are?
Our Core Facility is one of the two cryo-EM facilities in Poland. It is localised at the Centre of
New Technologies, University of Warsaw at the Ochota Campus. We are equipped with the
state-of-the-art 200kV Glacios microscope with Falcon3EC and Ceta-D cameras (for imaging
and electron diffraction, respectively) and some additional auxiliary equipment for plunge
freezing and grid preparation for both imaging and diffraction experiments.

What we can offer? Our Glacios microscope can yield high resolution structures
by Single Particle Analysis

Microcrystal electron diffraction (micro-ED) Cryo-electron tomography (cryo-ET) 

Our IT infrastructure for storing and processing cryo-EM data 
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Recent publications of our users

We welcome users from both academia and industry. Recent users include:
• Internal (from UW): Centre of New Technologies, Biological and Chemical Research Centre, 

Department of Chemistry
• External (outside UW): IIMCB, Warsaw, University of Gdansk, Institute of Physical Chemistry, 

PAS, IBB PAS
• Commercial: Cellis Sp. z.o.o, Pikralida Sp. z.o.o, CelonPharma Sp. z.o.o. 
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Human apoferritin at 1.92 Å GroEL with GroTAC peptide at 2.45 Å

AbiK polymerase at 2.27 Å
published structure from [3]

• Only few crystals needed
• Low dose imaging (<1.0 – 4 ē/Å2)

• Data collection in minutes
• Provides high resolution

Cryo-ET at 200kV provides molecular
resolution atlases of intact
U2OS mammalian cells [5]

Interactions of amyloid-ß oligomer with lipid 
membranes

(data published in [4])
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